
S1 Table: Final hits from bioinformatics analysis

Domain Hmm Database Gene ID Genome Annotation Score e-value
RNaseIII PF00636 Translated EHI_068740 hypothetical protein -4.8 0.011
RNaseIII PF00636 Annotated EHI_068740 hypothetical protein -4.8 0.011
RNaseIII RNaseIII_clustalw Translated EHI_068740 hypothetical protein 140.3 4.90E-38
RNaseIII RNaseIII_clustalw Annotated EHI_068740 hypothetical protein 140.3 4.80E-39
PAZ PAZ_clustalw Translated EHI_125650 PIWI, putative 73.4 6.70E-18
PAZ PAZ_clustalw Translated EHI_186850 PIWI domain protein 151.7 1.90E-41
PAZ PAZ_clustalw Annotated EHI_125650 PIWI, putative 151.7 1.80E-42
PAZ PAZ_clustalw Annotated EHI_186850 PIWI domain protein 73.4 6.50E-19
PAZ PF02170 Translated EHI_125650 PIWI, putative 57.6 3.80E-13
PAZ PF02170 Translated EHI_186850 PIWI domain protein 89.8 8.10E-23
PAZ PF02170 Annotated EHI_125650 PIWI, putative 89.8 7.90E-24
PAZ PF02170 Annotated EHI_177170 hypothetical protein -18.1 0.065
PAZ PF02170 Annotated EHI_186850 PIWI domain protein 57.6 3.70E-14


